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Corynorhinus 

• Plecotine bats, Family Vespertilionidae 

• Distinct morphology 
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• Echolocation & morphology of pinnae 

• Low frequency (~20 kHz) & intensity calls 
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• Echolocation & morphology of pinnae 

• Low frequency (~20 kHz) & intensity calls 

• Wing morphology & flight 

• Low wing loadings 
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• Advantages 

• Exploit “eared” prey 

• Handle larger prey 
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Food Habits 
 



• Lepidopteran specialization (>80% diet) 

Food Habits 
 



• Feeding roosts 

• 114 species/genera across 11 families 

• Prey sizes (wingspan) 

• All Corynorhinus: 47.0 (±1.3) mm 

• C. rafinesquii: 51.2 (±2.4) mm 
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Food Habits 
 



• Prey size 

• Sampling bias 
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• Prey size 

• Sampling bias 

 

Food Habits 
 



Assess consumption patterns  

of C. rafinesquii in relation to… 

 

 
 

• Prey availability 

• Existing “culled wing” data 

• DNA data for co-occurring species 

• DNA data for old-world congener 

Objectives 
 



Study Area 
MCNP, 2011 



Study Area 
MCNP, 2011 



• Long-standing maternity colony at barn 

• Fecal samples collected nightly (N = 6) 

• August – October (juveniles volant) 

Methods 
Fecal Collection 

MCNP, 2011 



Methods 
Lepidopteran Occurrence 

MCNP, 2011 



• Fecal samples are impure; EtOH wash 

• Pellet homogenized; Qiagen spin column kit 

Methods 
DNA Extraction 



Methods 
PCR & Sequencing 

• Universal COI primers, general protocol, 50 cycles 

• Sequenced bi-directionally at University of Kentucky 



Methods 
DNA Identification & Analyses 

• Unknown COI sequences 

• BOLD’s ID Engine (December 2012) 



Methods 
DNA Identification & Analyses 

• Unknown COI sequences 

• BOLD’s ID Engine (December 2012) 

• Prey sizes; wingspan (mm) 

• Covell (2005) & Bug Guide (2013) 

• One-way ANOVAs 



Sampling Intensity 



• Fecal collection (6 nights; 60 pellets)  

All morphological dissections 

>50% Lepidoptera Sampling Intensity 



• Fecal collection (6 nights; 60 pellets; 40 ID’s)  

• Prey assessment (6 nights; 48 traps) 

Sampling Intensity 



Results 
Consumption vs. Availability 
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Results 
Comparison of Methods 

• What does this tell us about Corynorhinus behavior? 



Results Comparison of  

Co-occurring Species 
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Results Comparison of  

Co-occurring Species 

Gleaner Gleaner Hawker 
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Wikipedia Commons 

Results 
Comparison with  

Old-World Congener 



Synthesis &  

Implications 



Synthesis &  

Implications 

• No particular prey taxa exploited 

• Culled wing data & Corynorhinus behavior 



Synthesis &  

Implications 

• C. rafinesquii consumes larger prey than           

M. septentrionalis, a co-occurring gleaner 



Synthesis &  

Implications 

• Prey size in our study corroborates results for an 

old-world species using a different approach 



Synthesis &  

Implications 

• This study contributes to a global, expanding 

body of research for these interesting predators! 
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